well established that without cooperation it is impossible to maintain the robustness and efficiency of phage lambda genetic switch, one of most elementary biological models [16] . This genetic switch is also an example of illustrating the robustness and evolvability.
Finally, let's come back to the Borges dilemma. Borges already suggested that the one-to-one map of the imagined cartographers is not useful. The present author wishes to venture further. In his opinion the cartographer's situation would never happen in biology. We would never be able to exhaust the secrets of Nature. The number of wonders is simply too immense to be recorded down by all silicon available in our universe. Thus, high through and capable tools have been developed, and will continue to be done, such as DNA sequencer [17] , protein chips [18] , and numerous bioinformatics platforms [19] [20] [21] , to empower our ability to deeper and broader interrogate Nature and ourselves. Mega endeavors similar to Human Genome Project will be continued to be done [22] [23] [24] [25] [26] [27] , along with focused and small projects [16, [28] [29] [30] . Because of the distinct mathematical characteristics in describing biological phenomena comparing to those in physical sciences, such as the explicit stochastics, combinatory, and hierarchy, in addition to the intrinsic nonlinearity, new mathematical structures is expected to be developed for better and more effi cient descriptions, in addition to mathematics motivated by biology [31] . Such activities will be carried out together with our effort to understand fundamental laws in biology and with the vision enabled by such laws and by models derived from them [32] . They may be classifi ed as in the domain of systems biology [30, 33] .
